: Crystal structure and simulation pore radius of the TMD. The red and blue lines represent the average pore radius of GlyRα1 during the last 200 ns of the trajectories with and without ethanol, respectively. The black and gray lines represent the pore radius of respectively ELIC and GLIC crystal structures. The alignment of the TM2 sequence of Glyrα1, ELIC and GLIC is shown for the narrowest part, with lines indicating residues facing the pore. The applied field corresponds to a total potential difference of 630 mV across the 15.8 nm tall simulation cell, and the pore is continuously filled with water in this case. In the control and the ethanol simulations, the pore solvent is interrupted over a 2Å region by the L9' ring. In the applied field and control simulation, the color code indicates water density, while in the ethanol simulation it is the sum of water and ethanol density (g/cm 3 ). Two subunits are rendered as transparent cartoon and L9' (above) and P-1' (bottom) are rendered in gray van der Waals representation. 
